Results colour-coded for secondary structure

The current colourscheme of the alignment is for secondary structure type.
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The 3-state (H, E C) secondary structure for each sequence is represented by a colour. If a sequence in the alignment has no colours assigned, this means that either there is no DSSP
information available (if this was requested), or that no prediction was possible for that sequence (if this was requested).
The colour assignments are:

_— You have selected to perform secondary structure prediction using DSSP (Kabsch and Sander. 1983) and PSIPRED (Jones. 1999).
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